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Elucidation of transcriptional regulation by histone modification pattern
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TGF-B treatment to breast cancer cell lines induces epithelial-mesenchymal
transition. We confirmed suppression of EZH2 expression by shRNA decreased modification levels of
Histone H3K27me3. With this method, we analyzed the effect of suppression of H3K27me3 modification
on transcript. Contrary to expectations, suppression of H3K27me3 did not cause a major effect.

Next to breast cancer cell lines, we analyzed EZH2 deficient B lymphocytes. As we expected,
modification of H3K27me3 in these downregulated and we obtained list of transcriptional activated
genes. We also analyzed the modification level of H3K4mel as a_marker of enhancer activity. We _
identified the region where H3K4mel increased after EZH2 deletion. However, we could not recognize
which genes were regulated by corresponding enhancers.
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