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Analysis _and conservation of the biodiversity of New Caledonia based on
comparative conservation genomics
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In order to clarify the current situation of biodiversity in New Caledonia,
we carried out conservation genomics analysis for semi-endemic genus Oxera (Lamiaceae) which
consists of ca. 30 species with distinct traits in their morphology and ecology. By analyzing
transcriptomes obtained from RNA-seq, we inferred several candidate loci that may be involved in
SEeciation and environmental adaptation. In order to construct effective conservation measures,
phylogeny of species, genetic differentiation between intraspecies populations, effective population

sizes, demographic histories were inferred based on constructed genomic information for
exhaustively collected samples of Oxera species and populations.
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1. Oxera Trinity

assembler (Grabherr et al., 2011)

Species name Number of Genes ~ Av. contig length
O. robusta 67,918 890.1
0. inodora 63,927 818.4
0. pancheri N'go 71,512 869.1
O. pancheri kuebini 74,367 877.7
0. microcalyx 62,255 796.7
0. gohapinl 73,956 1017.4
0. gohapin2 72,919 804.4
O. puruchella 62,872 720.2
O. geroensis 72,922 723.2
O. baladica 100,451 785.7
0. macrocalyx 79,475 733.1
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