©
2014 2016

Development of a protein %chosylation prediction method considering the sugar
types, and construction of a glycoplotein database
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A protein glycosylation prediction method considering the modified sugar
types was developed in this research. The sugar type specificities of the sequence, structure and
subcellular localization of the sugar modified proteins in the Uniprot and PDB databases were
extracted by the statistical analysis. The factors which were available as the parameters of the
sugar type discrimination were found. A sugar discrimination method with high accuracy was developed

using the protein sequence and subcellular localization.
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