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VREs cause nosocomial infectious diseases in medical institutions, also
exist in environmental water sources. In this study, the distribution of VRE and the resistance of
enterococci isolates to various antibiotics were investigated in the urban river. The vanCl and
vanC2/3 were detected in the isolates from river water. Furthermore, the isolates containing vanC2/3

were confirmed in all sampling sites. For the next objective, the in vitro transfer experiments
were performed with donor/recipient ratio of 1:1 under the following conditions: filter mating,
broth mating, and autoclaved river water and sediment. Transconjugants were confirmed by determining
their phenotypic and genotypic properties. The transfer frequencies of vancomycin resistance by
filter mating experiments were 10-7 to 10-9 per recipient cell to three different enterococcus
strains.
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