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Butyrate affect lipolysis in adipocytes co-cultured with macrophages through
eicosanoid mediated pathways

Hideo, Ohira
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Using contact or transwell co-culture methods with differentiated 3T3-L1 and
RAW264.7, we examined sodium butyrate (Bt), PGE2 and involved lipolysis mechanisms. Bt
significantly increased PGE2 production compared with co-culture. In this mechanisms, Bt elevated
COX2 expression in macrophages and adipocytes, cPLA2 activity in macrophages compared with
co-culture. As for lipolysis, co-culture increased lipolysis, whereas butyrate and PGE2 suppressed
it. The PGE receptor 3 antagonist reversed the control level in PGE2 treated cells and partially
reversed the control in butyrate treated cells. It is suggested butyrate may attenuate lipolysis in
adipocytes co-cultured with macrophages via PGE2 mediated and non-PGE2 mediated pathways.
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Fig. 1 H:E53EFTD Bt @ PGE2 ~DZhHE
Effect of butyrate on the production of
PGE2 induced in cells co—cultured using
the contact method for 24 h (A), in cells
co—cultured using the transwell method
for 24 h (B). Values from five
independent experiments are expressed as
the mean £ SD. sk¥kp<0.001 versus
co—culture, as determined by ANOVA and
the Tukey—Kramer test.
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