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The statistical verification of the minimum experimental datasets for the_
isolation of plant secondary metabolites related transcription factors using
RNA-Seq analysis technique.
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We established standalone ConfeitoGUIplus software for detecting local
communities from a correlation network involving size sensitivity. The developed software accepts
any kind of a multivariate dataset and a correlation matrix. Using the public Arabidopsis DNA array
resource data (more than 9 thousands), we have shown an application of our developed software to
isolate %ene co-expression network module in Arabidopsis flavonol biosynthesis.

We performed RNA-Seq analysis in Tanacetum cinerariifolium for gene discovery to isolate
biosynthetic emzyme involved in natural pyrethrins biosynthesis. We have investigated the effects of
the blend of the volatile organic compounds (VOCs) on gene expressions of seven biosynthetic
enzymes.
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ACX1, acyl-Coenzyme A oxidase 1;

AOC, allene oxide cyclase;

AOS, allene oxide synthase,

CAS, chrysanthemic acid synthase;

CDS, chrysanthemyl diphosphate
synthase;

CoA ligase, chrysanthemic acid:coenzymeA
ligase;

HPL, hydroperoxide lyase,

13-LOX, 13-lipoxygenase;
OPC-8,3-0x0-2-(2-pentenyl)-cyclopentane-1
-octanoic acid;

OPDA, 12-0x0-10,15-phytodienoic acid;
OPR3, OPDA reductase 3;

TeGLIP, Tanacetum cinerariifolium GDSL
lipase.
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4CL, 4-coumaric acid: CoA ligase; CHS,
chalcone synthase; CHI, chalcone
isomerase; F3H, flavanone 3-hydroxylase;
F3’H, flavonoid 3’-hydroxylase; FLS,
flavonol synthase
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