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Elucidation of dedifferentiation mechanism by transcriptome analysis
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Some vertebrates such as teleosts and amphibians can regenerate their lost
appendages, whereas mammalians have limited regeneration ability. In animals that have regenerative
ability, the restart of cell proliferation occurs during regeneration. Although this phenomenon is
well known as “ dedifferentiation” , the mechanism of this dedifferentiation remains elusive. To
elucidate this dedifferentiation mechanism, 1 tried to screen genes that are expressed in the
dedifferentiated proliferative cells during zebrafish fin regeneration by using next-generation
sequencing. | identified the 132 genes that are up-regulated their expression more than twice after
fin amputation compared with those before fin amputation. | am planning to analyze the function of
these genes in dedifferentiation processes.
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gadd45ba: growth arrest and
DNA-damage-inducible, beta a

eif2s2: eukaryotic trandlation initiation factor 2,
subunit 2 beta

polr3c: polymerase (RNA) 111 (DNA directed)

polypeptide C
krt93: keratin 93

2

ost4: oligosaccharyltransferase complex subunit
4

atp5j: ATP  synthase, H+  transporting,
mitochondrial Fo complex, subunit F6 atp5j
dix3b: distal-less homeobox 3b

jpt2: Jupiter microtubule associated homolog 2

gpx4b: glutathione peroxidase 4b

vdac3: voltage-dependent anion channel 3

cox8a: cytochrome c oxidase subunit VIIA
nop56: NOP56 ribonucleoprotein homolog

hnrpl: heterogeneous nuclear ribonucleoprotein
L

xbpl: X-box binding protein 1

ssr2: signal sequence receptor, beta

snap23.2: synaptosomal-associated protein 23.2
dkcl: dyskeratosis congenita 1, dyskerin

Irrc59: leucine rich repeat containing 59

fgfbp2b: fibroblast growth factor binding protein
2b

yipf4: Yipl domain family, member 4

Iyvela: lymphatic vessel endothelial hyaluronic
receptor la

rsrc2: arginine/serine-rich coiled-coil 2

limala: LIM domain and actin binding 1a
postnb: periostin, osteoblast specific factor b
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20c:193505
20c: 153867
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