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Bacterial cytoskeletal protein RodZ, which is involved in formation of rod
shape of bacilli, is also involved in post-transcriptional regulation of invE(virB) gene in the type
3 secretion system of Shigella through the RNA binding activity. In this study, we found that the
RNA binding activity was depended on hexamer formation and clustering ability of multiple hexamers.

Such cluster was consistently detected by immuno-fluorescent microscopy with super resolution
confocal setting. In an attempt to isolate genes under regulation by RodZ, we found that expression
of rpoS and rpoH genes encoding sigma subunits of RNA polymerase, which have been well-characterized
post-transcriptional regulation, were increased by rodZ mutation. Analysis of DNA and RNA binding
activities indicated that sequence specificity was not identified. In addition, the binding activity
was sensitive to the salt concentration.
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