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Molecular mechanism of interaction between transcriptional factors Spl and TAF4.

Hoshino, Masaru

3,800,000

(DNA)
Spl
TAF4

The expression of eukaryotic genes is precisely controlled by specific
interactions between general transcription initiation factors and gene-specific transcriptional
activators. The general transcription factor TFIID plays an essential role in mediating
transcriptional activation. On the other hand, biochemical approaches have shown that the
promoter-specific transcriptional activator Spl interacts with one of the components of TFIID, the
TBP-associated factor TAF4.

We herein report the structural details of the glutamine-rich domains (Q-domains) of Spl and TAF4.
We found that the two Q-domains of Spl and four Q-domains of TAF4 were disordered under
physiological conditions. We also quantitatively analyzed the interaction between the Q-domains of
Spl and TAF4 by NMR and surface plasmon resonance, and detected a significant association between
them.
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