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Functional aspects of bacterial multiple transporter genes for aromatic
compounds
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The analysis of gene expression in Burkholderia multivorans ATCC17616
revealed different expression patterns of related transporter genes of Major Facilitator Super
Family (MFS) for aromatic compounds such as benzoate and 3-chlorobenzoate (3CB). While benk2 was
induced by benzoate and 3CB, benk3 was expressed constitutively. On the other hand, benkK4 was
induced by 3CB strongly. This result and the fact that benk4 gene constitutes gene cluster together
with 3CB degradation genes suggested strongly that benk4 is involved in uptake of 3CB. Another MFS
family member, mhbK constitute gene cluster with 3-hgdroxybenzoate (30H-Ben) degradation genes which

seemed to be expressed by 30H-Ben and was found to be involved in uptake of 30H-Ben. These results
suggested that the efficient expression of transporter gene is critical for the uptake of aromatic

compound.
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