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Molecular basis_for the recognition of the substrate and for the
transglycosylation reaction of an exo-type alpha-amylase.
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Glycosidation is one of the important modification methods for useful
compounds, and is known as a modifier of the solubility, stability, absorbability, and taste
guality. In this study, we aimed to approach the molecular mechanism for transglycosylation reaction

and to obtain the mutant enzymes having effective activity for transglycosylation, based on the
structural information of a maltotriose—forming amylase. As a result, we succeed the identification
of the amino acids involving maltotriose-specific cleavage and the acquisition of the mutant enzymes
with extreme high transglycosylation activity.
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