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Hunting of antibacterial agent, acquirement of novel antibacterial agent which
drives multiple-drug-resistant bacteria away.

TSUBOUCHI, Taishi
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Streptomyces sp. strain 05, which isolated from deep-sea sediment, is
capable to produce antimicrobial agent. This agent exhibits antimicrobial activity for
methicillin-resistant Staphylococcus aureus (MRSA), which is famous for the drug-resistant bacteria.

We achieved to get the purified substance by some steps. By some analytical methods such as nuclear
magnetic resonance method, IR spectroscopy and accurate mass analysis, this substance is a
macrolide antibiotic, possesses polyol structure with acetyl-ester group, methoxy group and methyl

group. Additionary, from analysis of antibacterial Sﬁectrum, this _agent effects against the
vancomycin resistant enterococcus. Therefore, it is hoped that this substance is developed to a
novel antimicrobial agent against multiple-drug-resistant bacteria.
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Contig Length GC % Depth Circular
Name (bp)
contigl 7,640,199 71.6 124 No
contig2 100,311 70.5 153 Yes
contig3 54,075 71.6 221 Yes
Total 7,794,585  71.59 125
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