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The search for novel biomarkers by comprehensive identification of human lipid
modified proteins

UTSUMI, TOSHIHIKO
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In this study, to search for novel lipid modified proteins that can be
applied for molecular biomarkers, we have established the strategy to identify the novel lipid
modified proteins from human proteome by using metabolic labeling method performed in the insect
cell-free protein synthesis system. By using this strategy, we next tried the comprehensive
identification of human N-myristoylated proteins from whole human proteins listed in UniProt protein

database. As a result, 171 novel N-myristoylated proteins were found from all human proteins.
These novel N-myristoylated proteins contain not only physiologically important proteins mainly
involved in the signal transduction pathways but also many disease-associated proteins that can be
applied for molecular biomarkers.
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