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Estimate of the establishment process and prediction of genetic diversity by
simulation in old -growth natural population of Cryptomeria japonica.

Kimura, Megumi
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Certomeria japonica is endemic to Japan and very important for Japanese
forestry. In this study, the impact of selective logging on genetic diversity of C. japonica in
Kochi Prefecture was examined using both of direct comparison and simulation methods. Direct
comparison of logged and remaining individuals showed a reduction of the number of private alleles,
but neither of heteroz¥gosity and of allelic richness calculated from genotypes at eight SSR makers.

In addition, the result of simulation test also showed similar level of genetic erosion in this
site. The investigated stand also showed high growth rate and limited natural regenerations. In
order to maintain current stand structure and genetic diversity, the regeneration promotion
treatments are needed.

SSR  SNP



12.1 ha
2012 12
DBH 90 cm
27 68
2014 1.4ha
130cm DBH
DNA
SSR 8
115 89
372
SSR SSR8
SNP SNP125
DBH90cm
1.4ha
3
2017 11
3 m
2012 68
60
1
2 1.4ha 239
0
20 cm 70 80 cm
3 1 12



2
35
30
25
& 20
* 15 | B cut
10 - o remained
ST
U B l -
SégReR2RER8288¢e
S R (cm)
1 1.4 ha

Cut

220

A
120 s . e
°
° 5
100 J" Py
& -
®
so | . °
Bo
e » “. y [
60 - e
] K-
i £l ® °
40 o & * o o
s t
20 ] L J ,.
°e.
S
0
-20 0 20 40 60 80
-20
2
2012
10 21
507
30m

115

89
<20m
40
40cm 68
<10m
173
(>60m)
11 24
2
SNP
2012 68
306
1
3
SNP125
DBH 90cm
DBH 90cm
1 SSR8
FEHTI P& NTOESE FLIYY BEEOHIL
EFH SRR e YUFHPAR BEFH
N N, Hy He Afigs) PAIN
BEXR 305 211 0.762 0.821 16.1 0.14
HARER 68 16.0 0.783 0.806 16.0 0.04
|t 373 86 0.773 0.814 16.2 0.13
20cm=DBH<80cm 270 205 0.761 0.822 17.7 0.13
90cm=DBH 103 17.3 0.779 0.810 17.3 0.08
2014 37 749 hatl
153
ha? BA



56.0 ha™ BA
73% 3 8 ha™
BA 56.0 56.9
ha-! BA 0.5%
4.7 7.7 cm yrt
4 cm yrt
3
640.6 m3 hal 650.9 m3 ha?
30 28%
SNP
5
1

57 2016 34 36
http://www_ffpri-skk.affrc.go.jp/sn/s
n28/sn_h28._pdf

5

129 2018

¢y

@

®

129 2018

KIMURA K. Megumi UCHIYAMA Kentaro
SAKAI Atsushi OTANI Tatsuya KAWAHARA
Takayuki TSUMURA Yoshihiko Impact of
selective logging in genetic diversity
of Cryptomeria japonica in old natural
forest  Kochi Japan IUFRO 125th
Anniversary Congress 2017

64
2017

126 2015

KIMURA, Megumi

120436520

UCHIYAMA Kentaro

140501937

SAKAI Atsushi

170353696

IWAIZUMI Masakazu



1 50391701

OTANI Tatsuya

: 80353613

©))
ISODA Keiya

1 60391702

KAWAI Takayuki



