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Evaluation of the genetic influence of red sea bream culture to the wild
population using functional gene markers
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Because the red sea bream aquaculture installs a netcage in the coastal zone
and is performed, it is concerned about escapee from netcage to the natural environment. In this
study, | estimated a mixture rate of the individual escaped from netcage that red sea bream culture
gave to the wild population using a functionality DNA marker and a neutrality DNA marker and was
intended that | clarified it. With the functional DNA marker, it was not suitable for a study to
check genetic influence of the red sea bream culture in the wild population, but the existence of
the much cultured red sea bream became clear in the Uwajima sea area where netcage culture using
prosperous with the neutrality DNA marker, and possibility of the genetic disturbance was shown.
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