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I have been conducting research aiming at elucidating the insecticidal
activity mechanism of Cry44Aa toxin produced by Bacillus thuringiensis entomocidus INA 288, which is
known to have highly insecticidal activity against Aedes aegypti and Culex pippins which
intermediate tropical infectious diseases. As a result of research for Cry44Aa toxin receptor

molecules in A. aegypti which play an_important role in_insecticidal activity mechanism, alkaline
phosphatase and ABC transferase were identified as candidate molecules.
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No | AaeALP1 | AaeABC | EGFP | ACMNPV
No.1 44.59 29.27 |12.41 | 0.55
No.2 44.00 25.22 |11.39 | 0.84
No.3 36.90 25.42 8.98 | 0.54
No.4 43.57 17.82 | 16.18 | 0.85
No.5 44.44 37.14 |16.28 | 1.37
No.6 44.26 40.00 | 15.03 | 0.40
mean 42.96 29.14 |13.38 | 0.76
SE 1.22 3.36 1.20 | 0.14
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