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Expression and functional analyses of R-spondin-Lgr6 signaling pathway in lung
cancer
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1. Lgr6 was faintly expressed in the non-neoplastic bronchial and oral
squamous epithelium, but distinctively expressed in lung adenocarcinoma and both lung and oral
squamous cell carcinomas (SCCs). 2. Lgr6 expression was also considered to be related to
epithelial-mesenchymal transition (EMT). 3. Two mutations were identified in Exon3 and 20 in Lgré
gene in human lung adenocarcinoma cell line PC9. Three silent mutations, one in Exonl6 and two in
Exon20, were also recognized. 4. Methylation in Lgré promoter region was recognized in human lung
adenocarcinoma cell line A549. In summarz, mutations in Lgr6 gene, methylation in Lgr6 promoter
region and relation of Lgr6 to EMT, which were newly recognized in this study, may contribute to one

of the mechanisms of carcinogenesis or progression of cancer cells in lung and oral carcinomas.
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