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Research on prediction of persistent infection of HPV and improvement of
sensitivity of cytodiagnosis using cervical scrape cells.
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In this study, we developed a new assay (uniplex E6 / E7 PCR assay) to
accurately detect single infection of human papilloma virus (HPV) type 16. As a result of analysis
of cervical scrape cells in this assay,(1) Most cases were multiple infections in cases where it was

determined to be single infection by type 16 by a commercially available examination method,(2) In
CIN 1, there were very few HPV type 16 single infection cases,(3) Patients with HPV type 16 single
infection were lesions with CIN 2 or higher,(4) In HPV type 16 single infection cases, HPV was
integrated in the human genome.

From the results of this study, we concluded that it is important to detect single infection with
appropriate assay to predict continuous infection of HPV and progression of lesion.
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