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Role of a novel secreted glycosidase for pathogenicity of a human-specific
pathogenic streptococci .
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Streptococcus intermedius (SI) is a member of the normal flora of the human

oral cavity and known as an opportunistic human pathogen secreting a cytolysin called intermedilysin
(ILY) as a major pathogenic factor. We found a novel glycosidase in this strain which showed 4
glycosidase activities iInclude in B -galactosidase and N-acetylglucosaminidase, and named as MsgA.
We also showed MsgA and neuraminidase (NanA) could degrade glycans from glycoprotein into
monosaccharides. Interestingly, a strong hemolytic activity mediated by ILY was observed when Sl was
cultured in fetal bovine serum (FBS) as compared to the standard culture medium. We showed that the
reason of this overproduction of ILY was galactose which is released by MsgA and NanA from glycans
in FBS. Moreover, addition of human plasma to the culture in FBS appeared to inhibit the stimulatory
effect of FBS on ILY. We confirmed that human plasma contains immunoglobulins that can neutralize
ILY, MsgA, and NanA activities.
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K, mM koK, S'mM?
B -Gal 0.548 446.5
B -Fuc 2.613 24.6
GIcNAcase 0.024 5591.7
GalNAcase 0.144 321.5
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