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Analyzing role of non-coding RNA in multiple myeloma by using next generation
sequnecer
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We analyzed multiple myeloma (MM), precancerous stage MGUS, refractory
extramedullary plasmacytoma (EMM) by the next-generation sequencer how non coding RNA was associated
with disease progression. As a result, MALAT1 and NEAT1 expressed higher in MM and EMM than in
MGUS, particularly, MALAT1 expressed markedly higher in EMM with several thousand fold. We knocked
down MALAT1 in MM cell line, but the change was not found in a cell proliferation, cell motility
gene expression. MALAT1 and NEAT1 expression increased by bortezomib and doxorubicin. It was
suggested that induced MALAT1 and NEAT1 by drug stress were associated with EMM formation.
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