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The elucidation of the mechanism for regulating gene expression in metabolic
syndrome in the eldrly.

OGURO, RYOSUKE
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A single nucleotide polymorphism of the adenosine deaminase, RNA-specific

(ADAR) gene “ rs2805533 (A/G) " was significantly associated with serum triglyceride(TG) level, and
a criteria for metabolic syndrome (TG 150mg/dl and/or HDL < 40mg/dl ) in 70 + 1 elderly. Three
years later, rs2805533 was also significantly associated with serum TG level, serum high density
lipoprotein (HDL) cholesterol level, and a criteria for metabolic syndrome (TG 150mg/dl and/or HDL
< 40mg/dl ) in 73 £ 1 elderly. In this study population, the subject with G allele had higher risk
for dyslipidemia. In this cohort analysis, rs2805533 was significantly associated with the delta of
HDL cholesterol level (A HDL) between 70(x 1) and 73(x 1) years, and the subject with GG genotypes
had lower HDL cholesterol level than AA and AG genotypes.
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70 80
Mets
DBP TG

SBP FBS
80 HDL
80
Mets 85
90 (SBP  130mmHg /
DBP  85mmHg) 110mg/dl
(TG 150mg/dl /
HDL<40mg/dl)
70 41.1% 80
(70 :18.0% 80

38.6%
122.6%)
(70
87.4%) (70
30.0%) 80
Mets
70 14.2% 80
17.3%

75.0% 80
23.5% 80

GG 6.8% n=33

AA  49.4% AG  42.1%
GG 8.5%
A () | AG ) | 66 (%)
70 50.1 39.9 10.0
80 51.1 42.1 6.8
49.4 421 8.5
)70 80 ADAR
(rs2805533) Mets
70

3
DBP AA:78.3+ 10.4mmHg AG
81.4+ 10.1 mmHg GG 81.2%+ 9.4 mmHg TG
AA:112.7% 62.9 mg/dl  AG:127.9% 68.9

70 80 P

BMI 22.9+ 3.1 22.4+ 2.9 0.01

(cm) 84.5+ 8.2 84.5+ 8.8 0.93
SBP(mmHg) 138+ 17 148+ 18 <.0001
DBP (mmHg) 80+ 10 81+ 9 0.14
FBS(mg/dl) 97.7+ 28.0 102.7+ 29.8 0.01
HDL(mg/dl) 63.1+ 15.5 59.0+ 15.3 <.0001
TG(mg/dl) 119.3+ 65.7 127.0+ 67.4 0.08
Mets
41.1 38.6 0.41
75.0 87.4 <.0001
FBS 110 18.0 22.6 0.09
23.5 30.0 0.03
Mets 14.2 17.3 0.19

(2)ADAR (rs2805533)
70 n=411
rs2805533 A/G
70 A 50.1% n=206 AG  39.9%
n=164 GG 10.0% n=41 80
AA  51.1%(n=250) AG  42.1% n=206

80 (n=489)

mg/dl  GG:133+ 73.1 mg/dl
(AA:19.2%, AG:29.9%, GG:31.7%) G
Mets AA,AG
GG 3
(P=0.10) AA AG GG 2
AA Mets 12.2
AG GG Mets 19.4% 2
G Mets
P=0.049 AA
AG GG
DBP(AA:78.3+ 10.5 mmHg
AG+GG:81.4 = 9.9 mmHg P 0.01)
TG(AA:112.7+ 63.0 mg/dl AG+GG 129.0%
69.6 mg/dl P=0.01) (AA 19.2%
AG+GG 30.2% P<0.01) AA
83.8+ 8.1cm AG+GG  85.4% 8.2 AA
AG GG
(P=0.053)
(70 )
AA AG GG
(cm) | 83.8 85.3 85.8 0.14
SBP (mmHg) 137.5 140.6 137.1 | 0.21
DBP (mmHg) 78.3 81.4 81.2 0.01
FBS(mg/dl) 98.2 96.0 103.3 | 0.33
HDL (mg/d1) 63.7 62.2 60.9 0.47
TG(mg/dl) 112.7 127.9 133.2 | 0.04
Mets
%) | 38.2 44.1 45.0 0.46
) | 71.6 80.3 70.0 0.12
FBS 110(%) | 16.3 18.5 22.0 0.65
@) | 19.2 29.9 31.7 0.03
Mets (%) 12.2 20.5 15.0 0.10
80
3

HDL AA:57.3+ 15.1mg/dl, AG:60.2
+ 15.3 mg/dl, GG:64.4+ 16.4 mg/dl;P=0.02
G HDL
70 AA
AG GG 2 AA 85.2




+ 9.0 AA AG 83.5+ 8.5 P=0.04 %) 37.0 43.5 45.2 | 0.48
HDL AA 57.3%+ 15.1mg/dl AG+GG 60.8+ %) 69.2 73.5 64.5 | 0.56
15.5mg/dl P=0.01 FBS 110(%) 35.6 35.6 25.8 | 0.56
(80 ) (%) 31.0 50.0 41.9 | 0.01
AA AG GG Mets %) 19.3 27.2 22.6 | 0.32
(cm) 85.2 83.5 83.8 0.12
SBP(mmHg) 148.2 149.2 146.8 | 0.72 (73 AA AG+GG ; )
DBP(mmHg) 80.4 81.2 79.8 0.53 AA AG+GG p
FBS(mg/dl) 102.6 102.5 105.6 | 0.87 (cm) 83.6 85.5 0.07
HDL(mg/dl) 57.3 60.2 64.4 0.02 SBP(mmHg) 136.4 137.4 0.62
TG(mg/dl) 126.8 129.6 123.5 | 0.85 DBP (mmHg) 78.0 77.7 0.84
Mets FBS(mg/dl) 110.1 109.6 0.86
%) | 41.35 36.5 25.81 | 0.20 HDL (mg/d1) 59.4 55.4 0.02
) | 85.8 89.2 84.9 0.53 TG(mg/dl) 132.2 154.0 0.046
FBS 110(%) | 24.3 18.7 33.3 0.13 Mets
@) | 29.2 31.6 27.3 0.81 ) 37.0 43.8 0.23
Mets ) 16.4 19.6 10.0 0.37 ) 69.2 71.6 0.65
FBS 110(%) 35.6 33.6 0.71
(4)73 Mets ADAR () 31.0 48.3 0.003
Mets %) 19.3 26.2 0.16
73 rs2805533
Mets (5)70 Mets
rs2805533(A/G) TG ADAR
AA AG GG TG 70 73 3
AA 132.2+ 94.4mg/dl AG GG 0.02+ 4.80
154.0+ 91.5mg/dl P=0.046 rs2805533 HDL -5.25+ 8.23mg/dl TG:23.8+ 77.5mg/dl
73 HDL AA FBS 16.1% 26.0mg/dl SBP -1.3+ 17.0mmHg
AG GG HDL DBP -1.9+ 9.2mmHg 3
(AA:59.4 + 14.4mg/dl AG+GG:55.4 £ Mets
14.5mg/dl P=0.02) 85 90 5.1
(SBP  130mmHg / DBP  85mmHg)
P=0.02 11.7 (TG 150mg/dl /
rs2805533 73 HDL  40mg/dl) 21.1 FBS( 110)
AA AG+GG 24.9
(AA:83.6% 8.8 AG+GG 85.5+ 8.9cm 3
P=0.04) rs2805533 rs2805533
HDL (A
Mets 85 HDL) AA AG -4.74mg/dl GG
90 (SBP  130mmHg / DBP -7.77mg/dl
85mmHg) 110mg/dl (P=0.05)
(TG 150mg/dl / HDL HDL
40mg/dl)
rs2805533 73
AA AG GG rs2805533 A HDL
(AA (P=0.03
31.0% AG+GG 48.3 P 0.003) (70 :3 ; )
AA AG GG P
rs2805533 A (cm) -0.21 0.58 -0.61 | 0.31
(P=0.004) Mets A SBP(mHg) -1.50 -2.73 | -0.37 | 0.74
A DBP(mmHg) -1.08 -3.03 -2.09 | 0.23
A HDL(mg/dl) -4.72 -4.76 -7.77 | 0.15
(73 ) A T6(mg/dl) 23.4 20.5 26.9 | 0.91
AA AG GG P A FBS(mg/dl) 16.2 15.5 16.0 | 0.98
(cm) 83.6 85.7 84.6 | 0.17 Mets
SBP(mmHg) 136.4 138.4 133.6 | 0.33 () 6.6 3.0 5.9 | 0.37
DBP(mmHg) 78.0 78.0 76.6 | 0.73 () 8.6 13.2 20.0 | 0.17
FBS(mg/dl) 110.1 110.2 107.0 | 0.82 FBS 110( ) 25.0 26.3 19.4 | 0.73
HDL (mg/d1) 59.4 55.4 55.5 | 0.07 () 18.9 22.9 22.6 | 0.71
TG(mg/dl) 132.2 156.6 144.1 | 0.11 Mets () 10.3 10.9 13.3 | 0.89
Mets
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