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Genetic analysis of peritoneal dissemination of gastrointestinal cancer
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The purpose of the present study is to analyze gene alteration accompanied
with acquisition of drug-resistance against chemotherapy.
During chemotherapy, cancer cells that are sensitive and resistance to chemotherapy were obtained by

repeated paracentesis from gastric cancer patients with peritoneal dissemination. Cancer cells

were selectively cultured for short duration eliminating normal cells including blood cells and
mesothelial cells. Microarray analysis of gene expression and DNA methylation were performed using
the cultured cancer cells. Furthermore, we established drug-resistant cells of gastric cancer cell
line AGS, and performed genome-wide analysis. We extracted gene alteration with possible
relationship with drug resistance.
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Gene Ontology

GO Term p=Value Matches
regulation of inflammatory response [GO:0050727] 0.004844 8
positive regulation of response to wounding [GO:1903036] 0.045775 [i]
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Pathways p-value No. of genes
Signaling by GPCR 5.17043E-05 60
GPCR ligand binding 5.17043E-05 31
Class A/1 (Rhodopsin-like receptors) 0.001058057 23
GPCR downstream signaling 0.004873582 44
Peptide ligand-binding receptors 0.01216544 15
Neuroactive ligand-receptor interaction 0.01216544 19
NGF-independant TRKA activation 0.041066795 3
Neuronal System 0.048295234 20
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