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Molecular pathogenesis mechanism of idiopatic ventricular fibrillation related
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We reported that Semapholin 3A (SEMA3A) was related to occurrence of
ideoventricular ventricular fibrillation (IVF). The other SNPs having an interaction with
SEMA3AI334V and likely to develop VF have not found in SEMA3A tag SNP and causative genes in Brugada

syndrome. There was no difference in receptor binding assay and dimer formation between SEMA31334V
andhwiAd_type. We have to continue to consider relationship between SEMA3A and pathogenesis of
arrhythmia.
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