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Development of a new molecular target therapy for lung cancer
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We examined the whole exome sequencing of 43 non-TRU-type lung
adenocarcinoma specimens (tumor-normal pairs) using the next generation sequencer. As a result, in
7 of 43 cases, there were 8 kinds of nonsynonymous mutations in NKX2-1/TTF-1 gene. All of these
eight NKX2-1/TTF-1 mutants were confirmed to be inactivating mutants, and TTF-1 immunostaining was
negative for all 7 mutation-positive cases. KRAS mutations were confirmed in 5 of 7 cases.
Histologically, 5 of 7 NKX2-1/TTF-1 mutation-positive cases were classified as invasive mucinous
adenocarcinomas, and it was suggested that NKX2-1 gene mutations were involved in the developmental
mechanism of non-TRU type lung adenocarcinoma.
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