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I have analyzed epigenetic features of HTLV-1 provirus in ATL cell lines and
PBMCs of ATL patients, and then identified a DNA-binding protein CTCF directly binds to HTLV-1
provirus (Satou et al, 2016). CTCF is known as a key molecule for epigenetic regulation of human
genome. Our result suggests that CTCF should also play a role in regulation of HTLV-1 proviral
transcription. In terms of integration site analysis, we have collected longitudinal clinical
samples of ATL patients and HTLV-1 asymptomatic carriers. | am going to continue and extend this
research.

HTLV-1



100
HTLV-1
ATL ATL
50-60
ATL
ATL
ATL ATL
RT-PCR,
RNA-seq
ATL
ATL
HTLV-1
ATL DNA DNA
HTLV-1
ATL HTLV-1
HTLV=-1 72 oA L A5G, tax
HBZ Satou Y
et al, PNAS, 2016 DNA
CTCF DNA
ATL HTLV-1
tax
HBZ CTCF DNA
HTLV-1
DNA
HTLV-1 ATL DNA
HTLV-1 ATL HTLV-1
ATL
ATL ATL HTLV-1
HTLV-1 ATL
HTLV-1




15

1. Miyazato P, Matsuo M, Katsuya H, and

Satou  Y*. Transcriptional and

Epigenetic Regulatory Mechanism of

HTLV-1 provirus. Viruses 8(6), 171,

2016 ,

,D0l: 10.3390/v8060171.

2. Miyazato P, Katsuya H, Fukuda A,
Uchiyama Y, Matsuo M, Tokunaga M, Hino S,
Nakao M, and Satou Y*. Application of
targeted enrichment to next-generation
sequencing of retroviruses integrated
into the host human genome. Scientific
Reports, 6:28324, 2016
DOI: 10.1038/srep28324.
3. Satou Y*, Miyazato P, Ishihara K,
Yaguchi H, Melamed A, Miura M, Fukuda A,
Nosaka K, Watanabe T, Rowan A, Nakao M, and
Bangham CRM*. The retrovirus HTLV-1
inserts an ectopic CTCF-binding site into
the human genome. PNAS 113: 3054-59, 2016
DOI: 10.1073/pnas.1423199113.
4. Hashimoto M, Hesham N, Bhuyan F, Kuse
N, Satou Y, Harada S, Yoshimura K, Sakuragi
J, Monde K, Maeda Y, Welbourn S, Strebel
K, Abd EI-Wahab EW, Miyazaki M, Hattori S,
Chutiwitoonchai N, Hiyoshi M, Oka S,
Takiguchi M*, Suzu S*. Fibrocytes differ
from macrophages but can be infected with
HIV-1. J. Immunol, 195:4341-50, 2015

DOI: 10.4049/jimmunol.1500955.
5. Development of T cell lymphoma in HTLV-1

bZIP factor and Tax double transgenic mice.

Zhao T*, Satou Y, Matsuoka M. Arch Virol.
159:1849-56, 2014

DOI: 10.1007/s00705-014-2099-y.

15
1 Targeted Enrichment: A Novel
Approach to Analyze the Integrated HTLV-1
Provirus through Next-Generation

Sequencing HTLV ,
, 2017/3/7-10

2 Possible Involvement of YB-1

in the Abnormal Nuclear Shape of Adult

T-cell Leukemia/Lymphoma Cells

HTLV , , 2017/3/7-10
3 Molecular Characterization
of a New Enhancer in HTLV-1 Provirus
HTLV , , 2017/3/7-10

4 Application of targeted

enrichment to the next-generation

sequencing of integrated HTLV-1 provirus
HTLV-1

2016/8/27-28

5 HTLV-1

HTLV-1
2016/8/27-28
6 HTLV-1

, 2016/10/13-15

2016/12/21
8 Paola Miyazato, Ko Ishihara, Asami
Fukuda, Mitsuyoshi Nakao, Charles Bangham,
Yorifumi Satou.” The retrovirus human
T-cell leukemia virus type-1 inserts an
ectopic CTCF-binding site into the host
human genome” 63
, 2015/11-22-24

9 Paola Miyazato, Asami Fukuda, Mitsuyoshi
Nakao, Yorifumi Satou. “ Analysis of the
epigenetic landscape of HTLV-1 provirus”

2 HTLV-1
2015/8/22-23.

10
HTLV-1
77

2015 10 16 -18

11
HTLV-1
63 2015 11
22 - 24

12 Yorifumi Satou ” HTLV-1 Inserts an




Ectopic CTCF-binding Site into the Human

Genome” 17 HTLV ,
, 2015/6/22
13 ( ) “ HTLV-1 inserts

an ectopic CTCF-binding site into the host
human genome”  The Keystone Symposia
meeting on "Viruses and Human Cancer™ Mar
29 - Apr 3, 2015 in Big Sky, Montana, USA
14

CTCF HTLV-1

HTLV-1 2014
8 23-24
15
CTCF HTLV-1
2014 10 31 -11
2

http://ww.caids.kumamoto-u.ac.jp/satou
/index_html

http://ewww.kumamoto-u.ac. jp/en/news/23
0/

@
SATOU, Yorifumi
70402807
@
(©))
C))

MIYAZATO Paola
UTSUNOMIYA Atae

KATSUYA Hiroo

MATSUO Misaki

TOKUNAGA Michiyo



