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Clinical and bacteriological analysis of nontypeable Haemophilus influenzae
isolated from invasive diseases
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After the introduction of Haemophilus influenzae type b (Hib) vaccine,
invasive H. influenzae infection is now mainly due to nontypeable H. influenzae (NTHI). We
investigated the clinical characteristics of invasive NTHi disease in children by clarifying the
pathogenicity of NTHi strains isolated from invasive diseases. Most of the strains were biotype 11
or I11. Two B -lactamase positive ampicillin-clavulanate resistant strains were found. Other
penicillin non-susceptible strains had multiple amino acid substitutions. The average of biofim
formation of hia or pilli positive strains were higher than negative strains. 151016 was positive
in 10.7% of the tested strains. Invasive NTHi strains from our study showed a wide variety of
characteristics. Continuous monitoring of the NTHi responsible for invasive diseases in children is

important to detect the changes in the epidemiology of invasive H. influenzae infection in the post

Hib vaccine era.
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