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Analysis of drug-resistant mechanism in nephroblastoma with WTX abnormality
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In nephroblastoma, identification of new prognostic markers for better
therapy planning are needed to improve the mortality and recurrence rate, and prevent side and late
effects. We previously showed that WTX abnormality in nephroplastoma were correlated with poor
prognosis in Japanese nephroplastoma. Some of nephroblastoma patients are long-term survive without

relapse. In nephroblastoma with WTX abnormality, we performed SNP array analysis to clarify
chromosomal abnormalities correlated with cancer death in 27 nephroblastoma with WTX abnormality.
We couldn™t identify chromosomal abnormalities correlated specifically with cancer death or event
free. We have been performing comprehensive gene expression analysis for identification of signal
pathway correlated with therapy resistance in nephroblastoma with WTX abnormality.
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