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Gene analysis in melanoma patients using circulating tumor DNA
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Circulating tumor DNA (ctDNA) is a novel biomarker for evaluating the
features of tumors in cancer patients. Detection of ctDNA usually requires specialized equipment,
because blood includes only a small amount of the tumor- derived DNA. We assessed the utility of
BRAF- and NRAS mutated ctDNA levels using competitive allele specific TagMan PCR (castPCR) or
droplet digital PCR. ctDNA was detected in cases with heavy tumor burden as advanced disease.
Detection of ctDNA was associated with poor prognosis. Quantification of ctDNA (BRAFmutant or
NRASmutant) levels during the treatment course (nivolumab or vemurafenib) showed dynamic changes
corresponding to radiologic and clinical alterations. Our finding suggest that ctDNA might be a

useful biomarker of clinical response and tumor recurrence while monitoring patients with metastatic
me lanoma.
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