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Search for the candidate genes for mental and developmental disorders by
analyzing family and discordant twin samples
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We collected the DNA samples of the family, sporadic, and discordant twin
patients of mental and developmental disorders, including schizophrenia, bipolar disorder,
panic disorder, autism, and Tourette disorder. Through analyzing exome sequencing by using
next-generation sequencer and microarray, the several candidate genes were collected for
schizophrenia and Tourette disorder.
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