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Establishment of estrogen receptor positive breast cancer risk model consisting
of genetic polymorphisms and serum biomarkers

YOSHIMOTO, Nobuyasu
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We tried to reveal the occurring mechanism of estrogen receptor positive
breast cancer that grow by female endocrine hormone. We pointed single nucleotide polymorphism
(SNP), which are recently reported correlation with many kind of disease. We reported that TNRC9
rs3803662 affects to mammographic density, and CYP17Al rs743572 affects to serum testosterone

concentration, resulting in breast cancer high risk. i i
We may reduce estrogen receptor positive breast cancer occurrence by revealing these mechanisms.
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(AA: 0.308 +/-
0.180ng/ml, AG: 0.319 +/- 0.193 ng/ml, GG:



0.380 +/- 0.187ng/ml; p=0.016)
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AA  0.308 +/- 0.180 ng/ml
AG 0.319 +/- 0.193 ng/ml
GG 0.380 +/- 0.187 ng/ml
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