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DNA methylation biomarkers predict development of UC-associated colorectal
neoplasia

Toiyama, Yuji
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Colitis-associated cancer (CAC) is higher among long-standing ulcerative
colitis (UC) patients, such as that for whom surveillance colonoscopy Is widely recommended.
However, CAC is often difficult to detect endoscopically and histologically because of mucosal
structure modifications by inflammation. Therefore, several molecular alterations may be promising
as markers for identifKing patients at high risk of developing CAC First, we investigated the
feasibility of using the methylation status of several microRNAs, which have characteristic of both
type C (methylated during carcinogenesis) and type A gmethylated during aging) simultaneously as a
promising biomarker in CAC. We next performed the analysis of these biomarkers from rectal biopsy
specimen has robust predictive potential in identifying UC patients with CAC elsewhere in the
colorectum. In addition, we confirmed the reproducibly by using a large cohort.
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