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Clinical and molecular biological study of hereditary lung cancer caused by EGFR
germline mutation
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We performed NGS in hereditary lung cancer syndrome caused by EGFR V843l
germline mutaion, and revealed there is no carcinogenesis risk by cancer-related genes mutations
other than EGFR and tumor of a proband with ?oor prognosis include TP53 R248W somatic mutation in
addition to EGFR L858R, lung cancers of family members with good postoperative course have only EGFR

V8431 and L858R mutaions. We confirmed the proliferative caﬁacity, tumorigenicity and activation of
the EGFR signaling pathway of the cell line transfected with EGFR V8431 and L858R mutations.
Dynamic 3D docking simulation of EGFR V8431 and L858R mutant protein and EGFR-TKIs was performed and
It was predicted that existing EGFR-TKIs were ineffective. Similar results were obtained in the
drug susceptibility test using the cultured lung cancer cell line established from the proband.
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