©
2014 2016

Novel strategy for lung cancer risk stratification through the assessment of
epigenetic alteration 1n oral eputhelium
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In the assessment of the role of epigenetic alteration as a prognostic
biomarker for lung cancer, using resected lung tumor tissues, we demonstrated that methylated DLX4,
PCDH10, and MDFI can be potential biomarkers that predict prognosis after curative resection of
pathologically node-negative non-small cell lung cancer.

In the assessment of the role of epigenetic alteration as a biomarker for early detection of lung
cancer, we found a significant difference in the methylation profiles of oral epithelium between
lung cancer patients and controls. When the methylation profiles of GDNF, RARB, HS3ST2 and HOXD11l
were combined, high specificity and a positive predictive value for the risk assessment of lung
cancer were demonstrated.These results indicated that the assessment of epigenetic alterations using

oral epithelium may help to identify a high risk of lung cancer in individuals.
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PCDH10 Protocadherin 10
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100%
Sensitivity ~ Specificity PPV NPV p
Combined analysis 31.2% 100% 100% 74.4%  0.0008
Single gene analyses
GDNF 43.8% 93.8% 77.9%  76.9%  0.0017
RARB 37.5% 93.8% 75.0%  75.0% 0.0062
HS3ST2 25.0% 96.9% 80.0% 72.1%  0.0193
HOXDI11 62.5% 84.4% 66.7% 81.8% 0.0010
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