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Genetic alterations and prognostic_factors for primary central nervous system
lymphoma treated with R-MPV-A combination immunochemotherapy

Shiokawa, Yoshiaki

3,700,000
(PCNSL) rituximab
R-MPV-A 2012 32
(PES) ( ) <70 p=0.059
(p=0.010) MGMT (p=0.056) MMSE 24(p=0.025) MYD88 PFS MMR
PFS MGMT MMSE

Primary central nervous system lymphoma (PCNSL) is one of the deadly
malignant brain tumors, but exhibits a high response to combination immunochemotherapy with
rituximab, methotrexate, procarbazine, vincristine and cytarabine (R-MPV-A). We analyzed 32 patients

with newly diagnosed PCNSL composed of diffuse large B cell lymphoma (DLBCL) for potential genetic
alterations as well as prognostic factors for ﬁrogression—free survival (PFS). We found MYD88
mutations in 70% of patients which is much higher than in those with systemic DLBCL, while MGMT
promoter was methylated in 60% of cases. Factors associated with longer PFS are age<70 years (p=0.
059), single lesion (p=0.010), methylated MGMT promoter (p=0.056), and MMSE score 24 (p=0.025),
but MYD88 mutations did not affect outcome (p=0.186, rather mutated MYD88 patients tended to live
longer). These results suggest that methylated MGMT and high baseline MMSE score might predict
higher benefit and better outcome with R-MPV-A treatment.
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RMPV-A: Survival Outcome
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