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Development of a novel method to analyze cancer-derived circulating exosomes
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We aimed to develop novel methods for detecting cancer-specific exosomes. We
cultured paired renal cancer tissues and matched adjacent non-cancerous kidney tissues using our
novel methods and obtained extracellular vesicles (EVs) derived from the matched tissues using an
ultracentrifuge method. We confirmed that the EVs collected by our methods were genuine exosomes in
terms of their size and morphologic features. Then, comprehensive proteomics analysis was performed
by Liquid Chromatography-tandem Mass Spectrometry (LC/MS/MS) for exosomes obtained from cultured
medium and matched patient serum. Protein identification was performed by Sequest and Mascot search.
We identified several exosomal proteins in patient serum that could serve as biomarkers for renal
cancer. We have also issued a patent application (2016-211239) so that our methods can be applied
for international use.
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