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Progressive renal cell carcinoma is a urological cancer that has a high
mortality rate and is difficult to treat. Since it shows diversity In the clinical course, there is
a need for a method to predict the outcome of prognosis and therapeutic drugs. In this study,
comprehensive gene expression analysis was performed on clear cell renal cell carcinoma, which
accounts for more than 80% of kidney cancer. We confirmed that the classification in the gene
expression profile strongly correlated with disease prognosis of clear cell renal cell carcinoma.
Furthermore, it was suggested that clinically clear cell renal cell carcinoma has a difference in
the therapeutic effect of targeted therapy in each of three subgroups based on the expression of 38
genes. From these results, it was suggested that this classification could be applied to clinical
prognostic predictions and therapeutic drug selection.
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