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Searching for new targets for treatment of chemoresistant ovarian cancer.

YAMAGUCHI, Satoko
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The aim of this study is to identify new targets for treatment of
chemoresistant ovarian cancer. To achieve this aim, we performed a functional screening, taking
advantage of a next generation shRNA library based on RNA interference. We screened for the genes
whose inhibition results in growth inhibition or high sensitivity to cisplatin in chemoresistant
ovarian cancer cells.

Cancer stem cells (CSCs) are considered to be one of the reasons for chemoresistance. We also found
that eribulin mesylate, a compound that modulates microtubule dynamics, has high activity against
ovarian cancer cells that exhibit high spheroid formation efficiency, a characteristic that might
reflect cancer stem cell-like phenotype. We demonstrated that eribulin mesylate is likely to target
telomerase catalytic subunit (hTERT), which has been reported to promote CSC-like traits.
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Pooled RNAI library screening for drug targets in platinum-resistant cancer cells
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