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Exploratory analyses of immunohistochemistry pattern and genetic alterations for
salivary gland cancer

Kiyota, Naomi
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Salivary adenocarcinoma was divided into two categories. One is androgen
recepotor positive adenocarcinoma (APA) and the other is androgen receptor negative adenocarcinoma
(ANA) . Immunohistochemistry and genetic analysis revealed that APA was almost similar to salivary
duct carcinoma (SDC) and ANA was quite different from both of ANA and SDC.

Moreover, APA often harbored HER2 ampfilication similar to SDC. Thus, the development of therapeutic
drugs for APA and SDC should be done simultaneously.And we found flt-3 mutation and RET mutation in
salivary gland cancer. We already have targeting agents correspond to these mutations.So we will

confirm this result in a larger cohort and investigate the clinical applicability of these novel

mutation in salivary gland cancer.
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Comparative analysis of the
clinicopathological features of
salicary duct carcinoma and salivary
gland adenocarcinoma, not otherwise
specified. 12 ,
,2014.7.18.

1

page 1-78
2015

2017
in press

@
KIYOTA, Naomi

40515037

@
IMAMURA, Yoshinori
80796160

A

“)

(Naoki, Otsuki)

40343264
(ITOH, Tomoo)
20301880

(Chihoko, Hirai)

NISHIO, Kazuto
10208134
SAKAL, Kazuko

20580559



