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KLF-dependent cell differentiation- and EMT-inducing factor and suppression of
oral carcinoma progression
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Kruppel-like factor KLF
KLF4 KLF5

KLF4 KLF5 KLF4

KLF5 +145 +330 minimal
essential region GC box SP3

Kruppel-like factor (KLF) plays a critical role in epithelial tissue
development and homeostasis. Expression balance of KLF4 and KLF5 is considered to regulate carcinoma
cell phenotypes and carcinoma progression. However, very little is known about a role KLF4/5 in
oral carcinomas.
This study demonstrated that KLF4/5 regulate differentiation and dedifferentiation of oral carcinoma
cells and that expression of KLF4 are suppressed by hypermethylation of the gene promoter. In
regard to KLF5 expression, a region from +145 to +330 act as a minimal essential region and Sp3
binding to GC box was a indispensable event.
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