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Quantitative phospho?roteomic analysis of mTOR signaling perturbation in
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Glioblastoma is the most malignant brain tumor with poor prognosis and shows
high resistance to the conventional treatment such as chemotherapy or radiation. In this study, we
performed global quantitative proteome and phosphoproteome analyses of EGF-dependent mTOR signaling
in patient-derived gliblastoma stem cells through perturbation by mTOR specific inhibitor, Torinl.
As a result of integrated statistical and mathematical analyses of these large-scale data, it was
strongly suggested that DNA damage checkpoint might be involved in the maintenance of stemness

properties in the glioblastoma stem cells.
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