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Identification of diet contents regulating RNA methylation and those effects on
fetal growth
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Adenine methyl modification of mRNA is known to regulate mRNA fates and
alter the mRNA function. The reports elucidating mRNA methylation roles in the specified cells are
increasing in an exponential manner. On the other hands, the studies exploring the mRNA methylation
status at transcriptome-wide manner in vivo are limited. We investigated human placental
transcriptome-wide methylation status and revealed that placental post-transcriptional gene
expression regulation mechanism through mRNA methylation might be associated with fetal growth.
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