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Genome-wide analysis of gene expression regulated by three dimensional chromatin
structure
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All the cells constituting our bodies posses complete genetic information that is
encoded by DNA within the nuclei. Different cell types (i.e. muscle cells and neural cells) establish
their own identities by selectively expressing different subsets of genes. Enhancers are DNA elements
that interact with promoter regions of genes by looping from distant area to activate them. In this
study, we tried to develop a method to globally analyze interactions between enhancers and genes. In
future, using this method, we may elucidate the mechanism how enhancers selectively activate the gene

expression in different cell types.
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