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Development of biochemical and fine structural analyses methods for higher order
chromosome structure
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The aim of this study is to establish the method of the purification of the
chromatin fiber containing specific DNA region and use the chromatin fiber for structural and biochemical
analyses. We carried out the fragmentation of chromosomal DNA by the treatment of the purified yeast
nuclei with restriction enzymes and the isolation of the specific chromatin fiber by immunoprecipitation.
We have also carried out the ﬁurification of the plasmid DNA together with the bound proteins from yeast
cells. The structure of the chromatin fiber has been visualized and analyzed by atomic force microscopy
(AFM). The reconstituted complex consisting of the chromatin fiber and DNA-replication factors has also
been visualized by AFM to evaluate the size and shape of the particles observed in the chromatin fiber
purified from yeast cells.
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