2014 2015

Anaerobic crystallization for protein crystallization

SENDA, MikKi

3,100,000

2.0A

It s essential to obtain crystals with high reproducibility for an X-ray protein
crystallography. Anaerobic crystallization is useful to improve reproducibility of crystallization,
because oxidation of protein solutions hampered the crystal formation. We' ve established typical
procedures for the anaerobic crystallization and the anaerobic crystallization was tested for several
proteins. Crystals were obtained with higher reproducibility under anaerobic condition than under aerobic
condition. We believe that anaerobic crystallization is effective to crystallize a various kinds of
proteins.

Protein crystallography
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