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Singe molecule force measurement of nucleic acid bidning proteins for
understanding autism
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Protein dynamically fluctuates in solution and adopts various distinct
conformations. However, the measurement of such conformational heterogeneity of protein is
technically difficult and the determination of a conformational space of protein is challenging. So
far, single molecule force measurement with optical tweezers is a promising technique to address it,

but it is not easily applied to nucleic acid proteins because the single protein molecule is
tethered by a DNA handle linker which may alter a conformational space of the captured nucleic acid
protein. In this study we developed a novel method of single molecule force measurement, using
polyethylene glycol as a handle for single molecule of nucleic acid proteins.



(Wright et al., Curr. Opin. Struct. Biol., 2009;
Kaiser et al., Science, 2011; Bustamante et al.,
Annu Rev Biophys., 2014)
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