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Technological development of conditional knockout system in newts for
investigation of cardiac regeneration
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In this research, we aimed to establish a research base to elucidate cardiac

regeneration of the newt at the gene level and obtained the following results, and obtained the
following results. (1) We tried to generate a conditional knockout newt of the CDK1 gene, showed
that TALENs can efficiently cleave CDK1 allele, and that incomplete but loxP sequence can be
inserted to the CDK1 allele. (2) Local induction of genes by IR-LEGO method was established. (3)
Construction of gene expression database and efficient genomic cloning method. (4) The conditions of
CRISPR / Cas 9 system in newts were determined.

Based on these results, we published 3 articles of the original paper and 2 reviews of the review.
We also made 17 presentations at academic conferences.
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