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The molecular mechanism of uniparental inheraitance of mtDNA analyzed by
combining the optical tweezers and microfluidic device.

Nishimura, Yoshiki
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Living organisms consist of diverse tissues, cells and organelles, which can
be compared to a complex society with various groups and individuals. To decipher the
characteristics of individual cells and connections between them, it would be necessary to establish
technologies to isolate individual cells for further molecular analyses. For this, we aimed to
combine the optical tweezers and microfluidic devises. With this technique, the molecular mechanism
of uniparental inheritance of mtDNA was analyzed using Cryptococcus neoformans as a model system,

which revealed the active elimination of o -mtDNA in the early developing zygotes that lead to the
uniparental inheritance of mtDNA.
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