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Experimental verification of gene loss patterns in yeast genome after whole genome
duplication
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The purpose of this study is to establish an artificial evolutionary experiment
approach for tetraploid yeast, and examine the pattern of gene function losses. We cultured tetraploid
yeast for 200 days under exposure to intense ultraviolet irradiation. As a result, we observed many
mutations in the genome of tetraploid yeast. In particular, deleterious mutations were enriched in genes
on the same chromosome of functional gene clusters.
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