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Evolution of gene duplication and adaptive capacity; experimental evolution of
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We conducted evolutionary experiments using Saccharomyces cerevisiae to test a
hypothesis that number of duplicated genes increased under unpredictable environmental fluctuations and
organisms with larger number of duplicated genes have high adaptive capacity. Th results showed that
under randomly fluctuated environmental variable, Saccharomyces cerevisiae evolved to have larger number
of newly acquired duplicated genes than those under constant environments during 500 generations of
evolutionary experiments. The results also showed that for evolved Saccharomyces cerevisiae, the fitness
from 450th to 500th generation increased with the increased number of newly acquired duplicated genes.
These results support the hypothesis.
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