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Molecular reconstruction of a fossilized Stowaway-family transposon Pyong
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In this study, we tried to reactivate a Stowaway-family transposon Pyong in rice.
We found that temperate japonica varieties including Nipponbare had 23 Pyong-like elements on all
chromosomes excepting 5 and 10 although they had no Pyong. However, these elements could not be
reactivated by DNA demethylation and gamma-irradiation. Bioinformatics analysis revealed that a putative
autonomous element Zm-aPyong (Zea mays active Pyong) was present in the maize genome. These findings give
us great clues to understand the transposition mechanism of Stowaway-family transposons.
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